
3’UTR CDS 5’UTR 
1609-1632 

Bram1 (ZMYND11)  

  
3' UTR-WT 5' ...UGUGUAAUUAGUCAG-UGUUGCCA... 

                                | | |            | | | | | | |  
3'          GAGUCCGUCAAAGAACAACGGC hsa-miR-196a-3p 
                                    | | |            | | | | | ||  
5' ...UGUGUAAUUAGUCAG-UCCCACCA... 

  
3' UTR-Mutant 

Supplementary Figure 1 Bram1 gene structure and miR-196a binding 
region Scheme shows pairing between miRNA-196a and Bram1 WT and 
mutated sequence, as predicted by TargetScan  
(http://www.targetscan.org/cgi-bin/targetscan/).  
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